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An outbreak of food poisoning due to
Escherichia col/i serotype O07:H4 carrying
astA for enteroaggregative £ co// heat—stable
enterotoxinl (EAST1)

K. Kashima, M. Sato, Y. Osaka, N. Sakakida, S. Kando,
K. Ohtsuka, R. Doi, Y. Chiba, S. Takase, A. Fujiwara,
S. Shimada, R. Ishii, A. Mizokoshi®, M. Takano™, K. Lee®,
S. Iyoda* and A. Honda

In June 2020, a large—scale food poisoning outbreak
involving about 3000 elementary and junior high
school students occurred in Yashio, Saitama, Japan
A school lunch was the only food stuff ingested by
all of the patients. Escherichia coli serotype 07:H4
carrying the astA gene for enteroaggregative £ coli
(FAggEC) heat—stable enterotoxin 1 (EAST1) was detected
in faecal specimens from the patients, and sample

inspection revealed its presence in a seaweed salad
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and red seaweed (Gigartina tenella) as one of the raw
materials. Analysis of the antibiotic sensitivity of
the isolates revealed resistance to ampicillin and
cefotaxime. All isolates were confirmed to be of the
same origin by pulsed-field gel electrophoresis after
digestion with the restriction enzyme AXbal, and single
nucleotide polymorphism analysis using whole genome
sequencing. To our knowledge, this is the first report
of a large—scale food poisoning caused by £ coli 07:H4,
which lacks well-characterized virulence genes other

than astA.

Epidemiology and Infection:149, e244(2021)

*1 0ita Prefectural Institute of Health and Environment

*2 National Institute of Infectious Diseases

BEROBABRABICEITAIHOERRE
(2014 £~2019 £F)

rEFH R —EEY

2014 4E3 6 2019 FEITHNT TEFERNOARIC T 5
AR 2 B A0S, B ER BB AR xS L LT, CDC
7w TRV OARTHEESEm L. /2, B RX
DU HIIONWTIET v T EAEO BRI TH BT
AR b Ik L7,

AFFFETIZ 8 JB 16 FEIZ/E T2 5,059 ORI AHE L
. IHo 15 Y, AROBIEOREEEZ BND.

2018 FRICIVEE SN ¥E, l|eb D iehoT-. Zhig,
ZOFED 5 ANG 8 AE TORHZIRDBFIFELY & Eho
T2l Th B EHEE ST

F72, 016 FE I AA 7 vy T heald o/ uyr
A OBDEI L=, ZDJRED 1 DIFE O—RFH) 722 KRN
ThdEHEEIN-.

6 AERIDOTETIL, b MR AMOLFED 28. 2%
ERbLEWEIAEZ DTV ARNTE AT ~<H D
AR ETE LD, HERTITERbo7-. 2B, HNO
FAEIISLH AV DT D FNETE IR0 o7, BETO
ANEFRERLAE N7 v TOFERN G, HROFMNZ & 2 BHF
EETRAELTWD EHEE ST,

T2, ARENONKELLOYETT A = AFEOS R %
BRI LT3, LS OB RITHER T E 2R h o7,

AR b y—:37(1), 1-7 (2002)

- 109 -



RHERTETHR 95 56 5 2022 4F

- 110 -



